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5 X FastKing-RT SuperMix 4ulL
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5 X FastKing-RT SuperMix 4 uL
Total RNA 1 pL
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2OCEHPCRIRMIRZR (20 uL AR)

105 HALAHTIAR (ub)
2 X Talent gPCR PreMix 10
Primer: RNC-F 0.5
Primer: RNC-R 0.5
cDNA 2
50 X ROX 0.4

H,O Up to 20 ul
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WCE B Z L EROX Reference Dye
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ABI 7000/7300/7700/7900/7900HT/7900HT Fast, 2 ¥

StepOne™/ StepOne Plus™ (fil: 2 uL ROX/20 puL A HR)
ABI 7500/7500 Fast, ViiA 7, %

QuantStudio™ 3/5/6 Flex/7 Flex/12K Flex;

. (f: 0.4 uL ROX/20 uL fAR)
Agilent Stratagene Mx3000P/Mx3005P/Mx4000
Rochefl#%, Bio-Radf¥{#%, Eppendor({¥Z&xE  AHEM
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Bilan: RNCREFER M6 MEAR, FFLE3ITHRNESR
IR FEACHI S8 (N) H:
N=3*6+2=20 ({3})

5wl PfLAD AR (L) MixBE&E (ul)
2 X Talent gPCR PreMix 10 200
Primer: RNC-F 0.5 10
Primer: RNC-R 0.5 10
cDNA 2 -
50 X ROX 0.4 8

H,0 6.6 132
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5:;7.& http://icg.big.ac.cn/

Internal Control Genes

Welcome to ICG
A knowledgebase of Internal Control Genes for
RT-qPCR normalization

» Species « Genes

= Projects » Downloads

ICG is a wiki-based knowledge!
qPCR normalization in a var

se of internal control genes (or reference genes) for RT-
ty of species. Based on community curation, ICG harnesses
collective intelligence to integrate a comprehensive collection of internal control genes
curated from a large volume of literatures and provides appropriate internal control
genes corresponding to specific experimental conditions for both model and non-model

organisms.
Nothing great is ever accomplished in isolation. — Yo-Yo Ma
73 115 12 9
Animals Plants Fungi Bacteria
Recent Updates

RT-qPCRAIZ AL A fifi ik

Top 10 Internal Control Genes Ranked in ICG

81

75

Sang et al., Nucleic Acids Research, 2017
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